. Intrinsic disorder propensity and some important disorder-related functional information generated for human proteins encoded by genes with nucleotide expansions by the D 2 P 2 database (http://d2p2.pro/) (Oates et al., 2013) . Here, the outputs of several disorder predictors are shown by differently colored bars, whereas the blue-green-and-white bar in the middle of the plot shows the predicted disorder agreement between nine predictors, with blue and green parts corresponding to disordered regions by consensus. Yellow bar shows the location of the predicted disorder-based binding sites (molecular recognition features, MoRFs), whereas colored circles at the bottom of the plot show location of various PTMs. 
